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Abstract

The original strain of Bacillus subtilis A-06 was modified in genetic characteristics by ARTP-NTG compound mutagenesis. One high

neutral protease-yielding strain N-36 was screened from the mutants by slab screening and shake flask rescreening, which the enzyme activity

increased obviously and had good genetic stability. The enzyme activity of the shake flask-fermentation reached 29 500 U/mL

higher than that of the original strain.
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Fig.1 The growth curve of the original strain A—06
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Fig.2 The death curve of the original strain under ARTP muta-
tion
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Table 1 The screening result of strains under ARTP mutation
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1-25 15 21 736 40
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Table 2 The screening result of strains under NTG mutation
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mg/mL U/mL %
A-06 — — 15 526 —
1-25 — — 21 736 40
N-11 0.4 15 27 996 80
N-19 0.4 15 27 609 78
N-26 0.4 15 26 657 72
N-36 0.4 15 29 500 90
N-42 0.4 15 28 583 84
N-58 0.4 15 27 669 78
N-65 0.4 15 29 301 89
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Table 3 The genetic stability of the mutant strain N-36

FIH gl uviy el e iy
U/mL %

0 29 500 100

1 29 135 98.76

2 29 162 98. 85

3 28 895 97.95

4 28 658 97.15

5 28 702 97.29

6 28 833 97.74
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