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Abstract Taking Gastrodia elata Bl.tuber as material , agarose gel electrophoresis and ultraviolet spectrophotometry were used to compare the
effects of improved CTAB and SDS-CTAB on genomic DNA from rhizoma tuber of G.elata.The results showed that the yield of genomic DNA ex-
tracted from G.elata tubers by improved CTAB method was higher than that by SDS-CTAB method,and the purity was slightly lower than that
by SDS-CTAB method.The results provided a reference for selecting genomic DNA extraction methods of G.elata and laid a scientific and tech-

nical foundation for the molecular genetic research of G.elata germplasm resources.
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