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Abstract

“GnRH + PGc + GnRH” treatment was used to make estrus synchronization on buffaloes. And the development of ovarian follicles

were observed by ultra sound method. The results showed that the multi-follicle growth rate of synchronized buffalo was 6.43% (42/653) , and
the ovulation rate was 72.73% (24/33). The development of multi-follicle had no correlation with variety, age, season, etc.

Key words Buffalo; Estrus synchronization ; Ultra sound ; Development of multi-follicle ; Ovulation monitoring ; Influencing factors

IKAE AR Eh Y, W H LT BK A — W HHE 1AL
BT, F SRR T K A= I BUR SARAIG, BUKR 2t RAE IR R
Mo Bl KA SRR DM N, & R A PR Y 2
e I\ EATRu o= 51 B 2 37 1P SV 51 e oy
PEBAR R R ER A, +SA05 BE R A LA BERS K A (i R A
HhCE A BRSO Py & B RHEI G B , 10 s 2 5R i
KB MZHEIN NG, 74T b Pl ARt 0 2 S PR R Rk 4
Z IR B KA
1 #Rl5%H%

1.1 ##

L1 804, VX AR IR EE R e B/ R AE KR
HuHg oK AR B Hfh A58k 4 .

112 SRR A . SATEIEE (PGe) MR R BN E A,
(EFR .GnRH) KPR TS FH RS P 2545 BV /A wi) A= 7 5 i 485
A4 H B HAL(HONDA  HS-101V) , HA ™,

1.2 Ak

121 [FEHIfL RS A, IR0 REK A= R A B R 3R BRI
A HERTFIEE I AT R AR B RIS R
0 d” YRR ST GRH 100 pg/ Sk, 55 7 RILP 5
PGe 0.4 mg/3k 45 9 KWLATEST GnRH 100 ng/3k, K524 h
LT AR AT 155 R IHE BT .

122 RAFAHER NI . AR K A7 9 KL GnRH
Jii 24 h PR — R S ANHESR W, i S BP A A =9 mm

BEWME 7 OHE0T F LR B (44 1598020-9) 5 ) @K & F 4
BB A (AEAA 1204916) By s F A F AT S5 HA
FA %R B (B A 16053004 ) ; 7~ A H % R B (B4
AB16380040) ; Tt ar R A A M F RARP H5A M E R E L5
I AR 44 (SKLCUSA-b201814)

MR (1972—) , 5,7 BHREBEA, SR FHIT, N ES Y
AR, «BEEE, AR, HE AEIHFTAHEE
FAHTR

WS HE 2019-04-17

EEEN

DRYACH o MRy 1~2 v/ d Al B S Bk
K A-DPEL,60 h PIAHESR A PRI 0 A ANHEDH
1.2.3 Hdagit 550, 58 08 Aok R 5K
B (X*) 51, P<0.05 Fm e R B,
2 ZEREHH
21 ZIAEZEMHIRMNEEER KB TKE L
B B FIHEORIE O, BFEAS 653 Sk, — R &N L 3 B 1 5L
IREN 2 AR 40 3k, — RO IE LRGP EGA ) 3 A4~
A 23k, 2 ML IR 3 MR BRI A A R 2 e
(P<0.05) o 2 AL 31 i RE 7K A4 HE DI 2R 70.97% (22/
31) (HF R A HER , TEACHEB BR S , 3 AL 341 i () B K
AL 1 Sk ZHEDE . 200 L B RHEI RS SRR IR 1,
22 ZMAEEEFEHRNXE KM RFERE(F
AE BUE) BEFT AR GE T IE AR K A FUSAR K 4 2 B &
ARAEREFALE(P>0.05)(FK2),
23 ZIAREESRMHNXER TR ST
KRGt K& mFKEZIE TR ERERALE
(P>0.05) (#£3),
24 ZIMAREESFTHXRE ARSI IR =T
AT ARG, RIE LI R E KA ik, A2k
I A Z T 22 A B (P>0.05) (% 4)
3 it

FEA I AR A A E D A —SE R R Y BRI 5
PRAE 0 28 30 RS0 R 58 I, AN A1 3 18] 23 A7 7 1 iR
25 ZAAER B B A R A sk £ ] S5 EL AT AR 58 1Y) R 5
PERISRIPE S o KA AR S, — W R HHE 1 M
To ZII A 6.43% (42/653) (1 B 7K A= 75 6] 191 4 155 Ak 3L
JEHI Z Ik TR L (D=9 mm), HE G KK 69.70%
(24/33) GRS Th 2 A A [0 175 1K 06 1
B (72.88% \75%) 25 5 AN i 3 (P<0.05) . %I LE R &
I, ZHEDERE N 0.26% (1/384) , H BEAERARAR , L] fid e {4



84 B A

2019 £

FREMER A+ RIS A BT 58 BAT 1 SRR K A HE DR 57

®1 SAGZIMARENSEER

Table 1 Overall situation of multi-follicle development in female buffaloes

W R WK A BSUR BLGRS [R) S A Ak R AT i BRSCHK

) Wk 2% HE 1R HE 2 Meop HE 3 Mo
BREAE RS . RKTH K2 KRR e
25 Total Incidence Incid 'tl | Number of Number of Number of
Sort sample number neiasnee momttorec buffaloes buffaloes buffaloes
R N N rate // % buffaloes . . K
size // 3k 3k 3 ovulating ovulating ovulating
1egg// 3k 2 eggs// Sk 3 eges// 2k
2 MBI 2 dominant follicles 653 40 6.13 a 31 22 0 0
3 AP 3 dominant follicles 653 2 0.31b 2 1 0 1
1 RBANFNG Bk R 22 57 1 % (P<0.05)
Note: Different lowercase letters in the same column indicated significant differences( P<0.05)
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Table 2 The multi-follicle development and ovulation in young and adult female buffalo
N . Z K A4 WK AR HESRAK A%
58 4 &
Fp1 T:;alﬁj—::%c %i’?_i& Number Hiv1 St 2 Number of Number HEgp
é‘: . P b of buffaloes Proportion Proportion monitored of ovulated Ovulation
0 S;Z: nui er with multi- 1//% 2// % buffaloes buffaloes rate )/ %
follicle // % % k
FHAEA Young buffalo 286 211 15 5.24 7.1 12 8 66.67
WAEA Adult buffalo 367 302 27 7.36 8.94 21 16 76.19

TE: 1 RAIRZ IMER BREA 5 SREASRY LLH, 5 1 2 B8 2O A REAS G R TR AR LU )
Note ;" Proportion 1" stands for the proportion of multi-follicular development samples in the total samples, and " Proportion 2" stands for the proportion of
multi-follicular development samples in the estrus samples
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Table 3  Follicular development and ovulation of different varieties of female buffaloes

EATN Y & WK A% HEDR K A5

R BB RIEE KR Number Hie 1 Hi 2 Number of Number HEGp &
\Dﬁ et Total sample  Estrus Estrus  of buffaloes Proportion Proportion ~ monitored of ovulated Ovulation

anety size /Y number//3 rate//%  with multi- 1//% 2//% buffaloes buffaloes rate // %

follicle // 3k B %k

HiiHiE 7K 4= Mediterranean buffalo 176 141 80.1 7 3.977 4.965 6 4 66.67
FEFI /K4 Murrah buffalo 79 53 67.1 6 7.595 11.320 4 4 100.00
Je B/ frdE/k 4 Nili buffalo 39 34 87.2 4 10.260 11.760 3 2 66.67
38K 4= Hybrid offspring 359 285 79.4 25 6.964 8.772 20 14 70.00

TE: b L 1 AR Z IR BREAR S EREARR LI, &7 1L 2 RARL IR BREAR & R A Y L A3
Note ;" Proportion 1" stands for the proportion of multi-follicular development samples in the total samples, and " Proportion 2" stands for the proportion of
multi-follicular development samples in the estrus samples
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Table 4 Follicular development and ovulation in female buffalo in every season
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45 Total Estrus Number of P " P " Number of Number

Season sample number buffaloes with r?};;ro/lon r;)];;ro/lon monitored of ovulated
size // 3 3L multi-follicle ¢ © buffaloes // 3 buffaloes // 3

# Spring(3~5 ) 202 167 14 6.93 8.38 11

& Summer(6~8 H) 31 20 3 9.68 15.00 3 2

Fk Autumn(9~11 H) 288 222 20 6.94 9.01 16 11

£ Winter(12 A ~AE2 A) 132 104 5 3.79 481 3 2
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Note ;" Proportion 1" stands for the proportion of multi-follicular development samples in the total samples, and " Proportion 2" stands for the proportion of
multi-follicular development samples in the estrus samples
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