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Abstract
breeding of Myrica rubra. [ Method] The tetraploid 2008X4 was identified by chromosome test, fruit appearance, quality and other phenotypic
characters. [ Result] The number of chromosomes of 2008X4 was 32, which was double as that of ‘ Bigizhong’ (16) which was a tetraploid
material , and it was significantly higher than that of ‘ Bigizhong’ in fruit quality and quality traits such as single fruit weight, lengthwise diam-
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[ Objective | The identification and analysis of tetraploid germplasm of Myrica rubra were carried out to provide material basis for

eter, broadwise diameter, soluble solids, total sugar, glucose, sugar acid ratio, vitamin C. [ Conclusion] The tetraploid material can be used
as the target excellent plant, and lay the material foundation for the new variety selection of high quality, big fruit and the parent selection of

hybrid breeding.
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Fig.1 The fruit and stone 2008X4 and ‘ Bigizhong’
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Table 1 Fruit quality and surface traits of ‘ Bigizhong’ and 2008X4

o iz i g Rt ReEsE AR
. N engthwise Broadwise Fruit Stone Edible . . N
. Single fruit . . . . Hardness L a b

Materials icht // diameter diameter shape weight ratio N

weight/7 8 mm mm index g %
E=S a5 11.690+ 26.860+ 28.450+ 0.944+ 0.690+ 94.098+ 3.285+ 25.105+ 56.426+ 43.285+
Biqizhong 0.487 0.512 0.505 0.020 0.055 0.273 0.324 2.501 3.249 3.865
2008X4 15.595+ 30.283+ 31.296+ 0.967+ 0.955+ 93.876+ 2.731+ 22733+ 57.438+ 39.196+

1.331"" 0.579"" 0.916" " 0.220 0.029" " 0.666 0.697 " 1.745 4.237 4.332

W+ 3R 0.05 KT EZEREE; + « FoR 0.01 KV LEREE

Note: * indicates significant differences at the level of 0.05; * * indicates significant differences at the level of 0.01
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Table 2 The contents of sugars,acids and nutrients in ‘Bigizhong’ and 2008X4
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'otal Titratable  Citric Malic Oxalic Acid- Vitamin

. The Sucrose  Glucose  Fructose . . . . . Flavone  Polyphenol

Materials coluble sugar % % % acid acid acid acid sugar C me/g me/g
solid // % % % o/kg g/kg mg/kg ratio %

R 10.410+ 7.890+ 4932+  1.529+ 1.604+ 0.759+ 9.541+  0.513+ 34.304+ 12405+ 64.842+ 2943+ 2.714+
Bigizhong 0.348 0.166 0.084 0.036 0.077 0.051 0.652 0.043 0.959 0.938 0.968 0.189 0.137
20084 11.990+ 8.035+ 4.010+ 1590+ 1.570+ 0.810+ 8.642+ 0.510+ 33.689+ 14.802+ 73.707+ 2.784+ 2.760+
0.792" 0.692" 0.364" 0.546" 0.479°  0.138" 1.457" 0.121 1.146 1.457" 1.579" 0.158 0.147

W+ 3R 0.05 KT FZEREBE; + « 3R 001 KV L EREE

Note: * indicates significant differences at the level of 0.05; % = indicates significant differences at the level of 0.01
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Fig.5 Phylogenetic tree of dominant population

SE

[1] SPRPR, MGEAE, R, S i S IR AL I S it A LB K S
TN R A ] 224 5N T AR, 2015,22( 1) :90-96.

(2] YORRE, k17, 18 37 Rl s [ B e /K R A B s i 7 A 34T
[T ] BRIETT20 SERMA,2015(11) :68.

(3] B bR B AP TR LT .1 iP5, 2010,36(30) £ 199
-200.

(4] HigE , 7 RS, S e R S B ) AR SR - S B A R
FOFFSEL T ] b il TR, 2004, 18(2) :218-223.

[5] MORI H,MARUYAMA F,KUROKAWA K.VITCOMIC; Visualization tool
for taxonomic compositions of microbial communities based on 16S rRNA
gene sequences| J |.BMC Bioinformatics,2010,11(1) :1-9.

[6] ZEfE, 2t i s MoK =R E e = B
VLSRR CL// PR R B L 512% 2013 FEERIT 258
TEEAL e O B R, 2013,

[7] SARIA A,LUNDBERG J M.Evans blue fluorescence ; Quantitative and mor-
phological evaluation of vascular permeability in animal tissues[ ] ].Journal
of neuroscience methods,1983,8(1) :41-49.

[8] PHILIPPOT L,SPOR A ,HENAULT C,et al.Loss in microbial diversity af-
fects nitrogen cycling in soil [ J].The ISME Journal ,2013,7(8) :1609—
1619.

[9] QUINCE C,LANZEN A,DAVENPORT R J,et al.Removing noise from py-
rosequenced amplicons[ J].BMC Bioinformatics,2011,12(1) ;1-18.

[10] WANG P P,SHI L P.Positive and negative sequence phasor extraction by
particle swarm optimization algorithm for induction motor stator fault de-
tection[ J ].Electric power automation equipment,2015,35(2) :91-96.

[11] JER, SREE, M. eE o S e RS L T [ ) ] AL e
[ TR, 2014,33(6) :591-597.

[12] SCHLOSS P D, WESTCOTT S L,RYABIN T, et al.Introducing mothur:
Open-source , platform-independent , community-supported software for de-
scribing and comparing microbial communities [ J].Appl Environ Micro-
biol ,2009,75(23) .7537-7541.

[13] FUCHS A R,BONDE G J.The availability of sulphur for Clostridium per-
fringens and an examination of hydrogen sulphide production [J].J Gen
Microbiol ,1957,16(2) :330-340.

[14] TAKAHASHI Y,SUTO K,INOUE C.Polysulfide reduction by Clostridium
relatives isolated from sulfate—reducing enrichment cultures[ J].Journal of
bioscience & bioengineering,2010,109(4) :372-380.

[15] LAISHLEY E J,KROUSE H R.Stable isotope fractionation by Clostridium
pasteurianum.2.Regulation of sulfite reductases by sulfur amino acids and
their influence on sulfur isotope fractionation during SO;>" and SO, re-
duction[ J].Canadian journal of microbiology,1978,24(6) ;716-724.

[16] ACHA D,PABON C A,HINTELMANN H.Mercury methylation and hy-
drogen sulfide production among unexpected strains isolated from periphy-
ton of two macrophytes of the Amazon[ J].FEMS Microbiology Ecology,
2012,80(3) :637-645.

[17] GIRI B S,KIM K H,PANDEY R A, et al.Review of biotreatment tech-
niques for volatile sulfur compounds with an emphasis on dimethyl sulfide
[J].Process biochemistry,2014,49(9) :1543-1554.

[18] KUMAR A,DEWULF J,LUVSANJAMBA M, et al.Continuous operation of
membrane bioreactor treating toluene vapors by Burkholderia viethamiensis
G4[ J].Chemical engineering journal ,2008,140(1/2/3) :193-200.

[ 19] L. RGL BHREIEM5E [T ] (584K, 2009(6) :38-40,44.

[20] 25538 Wh—E 2T 28S 1DNA ok E B ARG BT ] B
2#417,2004,23(3) :345-350.

(EF 25 W)
o KR R 23 B R R L AR e
S E 3k

[1] SUN C D,HUANG H Z,XU C ] ,et al.Biological activities of extracts from
Chinese bayberry( Myrica rubra Sieb.et Zucc.) ; A review [ J].Plant foods
for human nutrition,2013,68(2) :97-106.

[2] ZHANG X N,HUANG H Z,ZHAO X Y et al.Effects of flavonoids— rich
Chinese bayberry ( Myrica rubra Sieb.et Zucc.) pulp extracts on glucose
consumption in human HepG2 cells[ J].Journal of functional foods,2015,
14.144-153.

[3] ZHANG X N,LV Q,JIA S, et al.Effects of flavonoids—rich Chinese Bayber-

ry( Myrica rubra Sieb.et Zucc. ) fruit extract on regulating glucose and lipid

metabolism in diabetic KK—A" mice [J].Food function,2016,7;3130—

3140.

AT AR [ M AL 5T R E R R EBOR Hi ki, 2016 1-

22.

[5] EFHAGER KR G ra kRt e —irs

(4

[

132::GB 12295—1990[ S ] .4t : FhIEIF R Az, 1990.

[6] A TAMPRAEORZS iz & 5 P SRR IUE : GB/T 12456—
2008[ S].4b5: HrEFReEH b, 2008.

(7] W, eXamlds , eSS M O P TR RBREE ES - iR I it
Z2L 1] 55, 2011,30(10) < 1171-1174.

[8] Fhe N BRI TLAED. Erdt R E : GB/'T 5009.8—2008[ S].-Ik
Hle bR R, 2009.

[9] A NRALAIEIES P i B S0 SR i T SR e
B ZEZP R SRR E 7 PR G W R ZE I CR U : GB/T 18932,
22—2003[ S ] At HrElbrebH ke, 2003.

[10] F0h, VR, smles, S AR A e o S FE b S AL RE

LT Ae4,2010,24(2) :330-335.

[11] JIA Z S,TANG M C,WU J M.The determination of flavonoid contents in
mulberry and their scavenging effects on superoxide radicals [ J].Food
chemistry, 1999,64(4) :555-559.

[12] WANG J S,ZHAO Z Q,SHENG X G,et al.Influence of leaf-cover on vis-
ual quality and health-promoting phytochemicals in loose-curd cauliflower
florets [J].LWT=Food Science and Technology,2015,61(1) :177-183.




