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Abstract
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Blueberry fruits are rich in anthocyanins and present blue or red.Due to the high value of food , health care and commerce , blueberry

fruits have been attracted wide attention in recent years.In this research,we reviewed the structure and properties of anthocyanins, the structure

genes and its regulatory genes of anthocyanins biosynthesis and the mechanism of light-control anthocyanins biosynthesis and so on.Further-

more ,we prospected future research on the anthocynins biosynthesis and its regulation in blueberry.
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Fig.1 Basic structure of anthocyanidins
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Table 1 Comparison of carbon substituents information of six common

anthocyanidins
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Fig.2 The schematic diagram of biosynthesis pathway of anthocyanin and its regulation
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