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Abstract

Vibrio vulnificus is an important aquatic product pollution pathogen that can cause diseases in cultured aquatic products. It is also a

deadly human opportunistic pathogen, associated with most cases of eating contaminated seafood worldwide. With the global temperature rising
and the number of people eating seafood products increasing, the infection rate of Vibrio vulnificus in China is on the rise. This article briefly
reviewed the biological characteristics of Vibrio vulnificus and the latest advances in molecular detection, providing reference for the early diag-

nosis and timely treatment of Vibrio vulnificus infection.
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