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Abstract
vide basis for selection of hybrid offspring with excellent agronomic traits and rice quality. [ Method ] Correlation analysis and principal compo-

( Chongqing Engineering Research Center of Specialty Crop Resource, Chongqing Normal Universi-
[ Objective ] To analyze the genetic variation of the main agronomic traits in F, population of glutinousXnon-glutinous, and to pro-

nent analysis were used to study the plant height, panicle length, seed setting rate, kilo-grains weight, effective panicle number, filled grain
number per panicle, spikelet number per panicle and density of panicle of F, population of glutinous rice waxy cross 89-1 / Shuhui 527. [ Re-
sult] The agronomic traits varied greatly in F, generation. Seven traits were normal distribution, except plant height. The plant height, panicle
length, spikelet number per panicle, and density of panicle phenotype showed positive super-parents. The seed setting rate was positively cor-
related with kilo-grains weight and filled grain number per panicle, respectively, but negatively correlated with plant height. Kilo-grains weight
was positively correlated with six traits except density of panicle. The principal component analysis reduced the eight traits to four principal
components, i.e. yield factor, seed setting rate factor, effective panicle number factor and kilo-grains weight factor. The above four factor pro-
vided 88.374% of the total information, which covered most information of agronomic traits. [ Conclusion] The genetic variation of agronomic
traits in the offspring of glutinousXnon-glutinous is similar to that of indica X japonica cross or cross between varieties.
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Table 1 Comparison of the genetic variation of the main agronomic traits in F, population

o P AL i3S RERSTRIAL g5 T EEY Sk T
i H :‘:*\/‘E. Plant Effective Panicle Filled grain Seed E;Fu:{ﬁ 3 Spikelet
Item ! OQO—graln height anicle length number per settin DenSl.ty of number per
ght// ¢ 8 P 8 P 3 panicle P
welg cm number cm panicle rate // % panicle
FPK 527 Shuhui527 31.3 105.0 13.0 22.5 78.3 85.1 4.1 92.0
¥ 89—-1 N89-1 23.9 106.0 11.0 24 .4 102.9 83.3 5.1 123.5
F, SF-¥J{H Mean of F, 24.8 131.9 4.2 27.5 78.7 45.1 6.2 175.4
F, $5if22 SD of F, 3.4 225 2.2 4.7 44.5 20.3 1.8 67.8
F, LS ZHCV of F, // % 13.6 17.1 52.9 16.9 56.6 44.9 28.1 38.7
F, fiilZ Skewness of F, -0.3 -0.2 1.4 -0.1 0.5 0 0.5 0.6
F, W Kurtosis of F, 0.8 -0.2 3.2 -0.1 -0.1 -0.5 0.3 0.3
F, A8 52 Variation range of F,  11.5~34.2  57.0~191.0 1.0~16.0 13.0~42.1 6~244 1.1~95.7 2.4~13.5 43.7~452.6
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Table 2 Correlation analysis of heredity of the main agronomic traits in F, generation

%ﬁ‘ X, X, X, X, X, X, X, X,

X, 1.000 0.105°" 0.021 0.139"° -0.086" 0.145"° — -0.031
X, 0.277"* 1.000 0.205"* 0.216"" 0.030 — -0.023 0.028
X, 0.086" 0.329°* 1.000 0.164"* -0.022 -0.029 0.154 -0.113"*
X, 0.342°* 0.687"" 0.259"" 1.000 0.068 — -0.897"* 0.910"*
X, 0.212"" 0.384"" 0.101"* 0.530" " 1.000 0.000 0.000 1.000" "
X 0.180" " 0.015 -0.124"* 0.058 0.710" 1.000 — —

X, 0.041 0.400° 0.295"* 0.482" " 0.536"° -0.071 1.000 0.928"*
X 0.160" * 0.570"* 0.307"* 0.755"* 0.612"" -0.033 0.928"* 1.000

if:;%@zuiﬁ 0.05 /KT iR EARDC; * + FIRTE 0.01 ZKF 1M S EAHIG ; RAR 70 T A1 (7 BAMHOC AT OC REL(R,) s AT LA - A AI T A G
FH(R )

Note: * indicated significant correlation at 0.05 level; * * indicated extremely significant correlation at 0.01 level ;lower left of the table was simple correla-
tion coefficient (R ) ;lower right of the table was partial correlation analysis correlation coefficient(R))
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Table 3 Principal component analysis of main agronomic traits in F, generation

REAIE ] £ H—E Sy EHE Y% 9= ESy EHIEN %)y
Eigenvector First principal component Second principal component  Third principal component Fourth principal component
X, 0.344 0.267 0.767 -0.158
X, 0.740 -0.145 0.316 -0.037
X, 0.404 -0.410 0.195 0.789
X, 0.844 -0.056 0.208 -0.187
X 0.752 0.578 -0.245 0.102
X, 0.198 0.930 -0.086 0.257
X, 0.792 -0.251 -0.420 -0.082
Xy 0.924 -0.207 -0.237 -0.151
FFE{E Eigenvalue 3.627 1.569 1.069 0.789
TTHk% Contribution rate // % 45.343 19.611 13.366 9.862
23t 5T Wk R Accumulative 45.343 64.955 78.320 88.374

contribution rate // %
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Table 3 Comparison of the mineral elements of flue-cured tobacco in different treatments

AL BE Treatment K P Ca Mg

B Cu Fe Mn 7Zn

of previous crops % % % % mg/ kg mg/kg mg/kg mg/kg mg/kg
&4 Flue-cured tobacco 1.93 a 0.16 a 2.70 a 0.16 ab 16.12 a 9.84 a 65.66 a 121.80 a 50.88 a
K Maize 1.78 ab 0.15a 2.66 a 0.20 a 16.74 a 9.87 a 71.94 a 136.69 a 5747 a
HZE Rapeseed 1.62 b 0.16 a 2.59 a 0.09 b 14.02 b 7.52 a 49.16 b 120.86 a 49.04 a

T : RIS NG TR TE 0.05 KF-28 57 3%

Note ; Different lowercases in the same column indicated significant differences at 0.05 level
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