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Abstract
od was used to detect CyHV-2 in adult and seedlings of cultured Carassius auratus from 2015 to 2017.And the risk assessment was made. [ Re-

(Jiangsu Center for Control and Prevention of Aquatic Animal Infectious Disease , Nanjing,
[ Objective ] To investigate the prevalence of haematopoietic necrosis of Carassius auratus in Jiangsu Province.[ Method ] PCR meth-

sult]265 samples were detected ,among which 32 positive samples of CyHV-2 were detected. CyHV-2 positive rate was 12.83% ,and the the
positive rate was 25.00% in the year with the highest positive rate.C.auratus from main breeding areas of Jiangsu Province had greater risk of
infection, both adults and seedlings could be infected with CyHV-2.The genetic homology of the pathogen was highly uniform, suggesting that
there was no significant variation of CyHV-2 in Jiangsu Province.[ Conclusion ] The research could provide basic data for risk analysis of hema-

topoietic necrosis of C.auratus in Jiangsu Province, and provide references for the prevention and control measures of this disease.
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Fig.2 The agarose gel electropherogram of PCR amplification products of positive samples of CyHV-2 detection in 2016
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Fig.3 The agarose gel electropherogram of PCR amplification products of positive samples of CyHV-2 detection in 2017
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