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Research Progress on Species Identification Techniques of Fish Eggs and Larvae

JIN Yu-ting', JIANG Ri-jin’, ZHAO Jin' et al (1. College of Life Science, China Jiliang University, Hangzhou, Zhejiang 310018;
2. Marine Fisheries Research Institute of Zhejiang Province, Zhoushan, Zhejiang 316021)

Abstract Fish eggs and larvae are early juvenile forms of fish reproduction, and their distribution, quantity and species are of great signifi-
cance for the sustainable development of fishery resources and biological research. And the key part of this study field is species identification
of fish eggs and larvae. There had two stages of technological development had been gone in the species identification of fish eggs and larvae,
i e morphological identification and molecular identification. In this review, the importance, significance, utilization and progress of fish eggs
and larvae species identification in the fishery census and scientific research were focused, the aim is to provide some guidance for fish eggs

and larvae study.
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Fig.1 The basal process of species identification for fish eggs and larvae using DNA barcoding
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