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Abstract
the effect on agronomic traits of the transgenic wheat by TaCOMT-3D ,four varieties with stable heredity and their receptor Yangmai 16 were
used to detect the TaCOMT-3D ,analyze the expression of the gene in different organs, evaluate the resistance to wheat sharp eyespot, test plot
yield and survey the major agronomic traits. The results showed that the TaCOMT-3D gene could be detected in all transgenic lines and ex-
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TaCOMT-3D gene is a key gene in wheat lignin synthesis and is also an important gene resistant to wheat sharp eyespot. To assess

pressed constitutively in different organs. Compared with Yangmai 16,the resistance to wheat sharp eyespot improved significantly in all trans-
genic lines. There were no significant differences in wheat growth period,plant height,yield traits ,main spike traits and grain traits except for signifi-
cant differences in grain protein content ,ear length and number of grains of main spike between some transgenic lines and receptor control. The results

indicated that the constitutive expression of TaCOMT-3D had no significant effect on the main agronomic traits of transgenic wheat.
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Fig.1 PCR detection of TaCOMT-3D in transgenic wheat
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Table 1 Comparison of phenological stages at different stages of growth and development of transgenic lines d

R SR MARRFP MR AR MEEIHERE MITEE RS PPN
'I”.j/ o Days from sowing to Days from germination Days from heading Days from Days of whole

nes name germination to heading to flowering flowering to matures growth period

CT248 16 108.3 11.0 30.0 165.3

CT274 16 108.3 11.3 29.7 165.3

CT323 16 108.0 11.0 30.0 165.0

CT345 16 108.7 11.0 30.0 166.7
77 16 Yangmail6 16 108. 0 11.0 30.0 165.0
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Table 2 Comparison of the partial agronomic traits of transgenic lines

e e ik e it i
Lines name Basic ;eedllzng Peak Z‘eedhzng Eﬁectlze splzkes Yleld2 Plant height
x10"/hm x10"/hm x10"/hm kg/hm cm
CT248 159.0 693.0 315.0 6 057.0 81.4
CT274 162.0 723.0 366.0 6 055.5 81.1
CT323 147.0 670.5 369.0 6937.5 80.0
CT345 151.5 709.5 421.5 5896.5 80.9
7% 16Yangmai 16 159.0 735.0 343.5 6297.0 79.6
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Table 3 Comparison of the main spike traits of transgenic lines

HK o ARNEEC o

Gz s Spi .
m.j/%'éﬁ\ Spike Number of N.u mbe‘r Number
Lines name length . of infertile .
spikelets . of grains
cm spikelets
CT248 8.5 21.9 1.8 54.9
CT274 8.6 21.8 2.1 50.8"
CT323 8.6 21.9 1.8 57.7
CT345 8.7" 22.4 2.1 52.2°
7 16Yangmai 16 8.5 22.0 2.3 55.7

TE: * FRTE 0. 05 KT A 22 5
Note: * . Significant difference at 0. 05
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Table 4 Comparison of the grain traits of transgenic lines

P e HHER TRLE

MR K TL,'JE Protein Thousand
. Length Width

Lines name content kernel

mm mm % weight /g
CT248 6.13 3.18 14.19 44.8
CT274 6.13 3.27 15.27" 46.6
CT323 6.13 3.19 14. 30 4.7
CT345 6.18 3.20 15.69° 46.2
4 16Yangmai 16 6.22 3.24 12.94 46.5

TE: * R AE 0.05 KV LR

Note : * . Significant difference at 0. 05
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Table 5 Comparison of the resistance to wheat sharp eyespot of trans-

genic lines

B AR AR
E'.[/ N Average Average disease
1nes name disease grade index
CT248 1.8 36.0
CT274 1.6 32.7
CT323 2.0 40.0
CT345 2.0 40.7
7% 16Yangmai 16 2.5 50.0
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