LZHR M RIS, J. Anhui Agric.Sci. 2020,48(22) :47-50

HEREHKESHREXES T
FEAE RER KFIMUA, ZEE, T RER ol ml s s it , & s/ £t 136105)

FE 2016 3§ RER AR, RN 7 £ 5 e B @2 547 BF R R BURA R Z A 69 £ A& R Sk megta £k, 4R AN,
HARERETRERK, AT REFTETEERD;RERELFRERANH 692%, £INEH T ZHE KA 20.45%, MR
FESRERE MABERERRGEHEIRIFEMA SRETEEREZ IMALRNESRARE REKARETRE AEKE
EMRBHFEAME ERBIHREAMNTREZREMA, LERUHEEHNGLERNTRENK, HZIIRREGHvh, FAFUAELRNE
Fa R A AAF, FIMUBEER EREEARABENG LT, 2 2E T BB HE0BEE,

KRR BN R SR F E AT AR ST
FESES S652  XEFRIZES A
XERE  0517-6611(2020)22-0047-04

doi ; 10.3969/].issn.0517-6611.2020.22.014

FERRYS (SRR %) ARINAD (OSID) : BIFE

Correlation Analysis of Fruit Characters of Muskmelon
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Abstract Sixteen muskmelons were used as test materials to study the differences between different muskmelon germplasms and the correla-

(Industrial Plant Institute, Jilin Academy of Agricultural Sciences, Gongzhul-

tion between fruit characters by variance analysis and linear regression analysis.The results showed that the variation range of fruit length was
the largest, the variation range of seed length and width was the smallest, the variation coefficient of fruit width was 6.92% , and the variation
coefficient of single melon weight was 20.45%.Plot yield was significantly positively correlated with fruit length, cavity length and fruit index,
and negatively correlated with fruit width; single melon weight was significantly positively correlated with pulp thickness, fruit length, fruit
width and cavity length, and significantly correlated with fruit shape index and seed length.The results showed that the heritability of single
melon weight of muskmelon was low, and it was easy to be affected by the external environment.In breeding, we should not only pay attention

to the selection of fruit length and width and pulp thickness, but also pay attention to the improvement of cultivation measures.
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Table 1 The germplasms and their codes
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Table 2 Comparison of the fruit characters of different muskmelon germplasms cm
s RPJERE R SE RSLGESE iliceN A Fifilfs 5 5 FILAREL K Ty
Germ- Flesh Fruit Fruit Length of Width of seed Fruit shape Seed Seed
plasm thickness length width seed chamber chamber index length width
W1 1.66 11.62 7.54 8.70 4.28 1.54 0.80 0.30
w2 1.76 10.76 8.36 8.10 5.12 1.29 0.80 0.30
W3 1.74 10.90 8.76 7.80 5.26 1.24 0.90 0.40
w4 1.62 12.58 8.02 9.44 5.06 1.57 0.80 0.40
W5 1.72 12.46 8.68 9.16 5.32 1.44 0.80 0.30
Wo 1.76 11.98 8.36 9.96 4.66 1.43 0.90 0.40
w7 1.90 11.38 8.88 8.66 5.14 1.28 0.80 0.40
W8 1.90 10.00 9.05 7.23 5.78 1.10 0.70 0.20
w9 1.68 8.15 8.55 5.55 5.27 0.95 0.80 0.40
W10 1.85 10.03 9.48 6.38 5.48 1.06 0.80 0.30
Wil 2.05 10.63 9.63 7.93 5.50 1.10 0.70 0.30
W12 1.80 10.50 9.18 7.90 5.45 1.14 0.80 0.40
W13 2.15 15.40 9.10 11.95 4.55 1.69 0.90 0.40
Wi4 2.45 12.78 8.25 9.65 4.58 1.55 0.80 0.40
W15 1.85 12.68 7.75 9.48 4.48 1.64 0.80 0.40
W16 2.83 12.20 9.20 9.23 4.93 1.33 0.80 0.40
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Table 3 The variance analysis of fruit traits

U RAEE  RERKE wpeere PO FMESIRE IR .. —
PEAR Flesh Fruit %AJ'LE Length of ~ Width of seed  Fruit shape firp I ﬁF?ME
Character . Fruit width . Seed length  Seed width
thickness length seed chamber  chamber index
#5¢/ME Minimum 1.62 8.15 7.54 5.55 4.28 0.95 0.70 0.20
e R AH Maximum 2.83 15.40 9.63 11.95 5.78 1.69 0.90 0.40
SE-H4{H Mean value 1.92 11.50 8.67 8.57 5.05 1.33 0.81 0.36
2% Range 1.21 7.25 2.09 6.40 1.50 0.74 0.20 0.20
FiifE22 Standard deviation 0.32 1.62 0.60 1.51 0.43 0.23 0.06 0.06
AR S5 Z 8 Variable coefficient // % 16.67 14.09 6.92 17.62 8.51 17.29 7.41 16.67
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Table 4 Comparison of soluble solids and yield characters of musk

melon germplasms
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Germplasm  Soluble solid weight yield yield FES WAEMDC, GARTAREE P b KRG /I
content // % kg kg kg/hm’ D7 i S A il 3 TR DG, 5 SR S B s A 3 R
Wi 12.00 0.31 18.57 30 962.10 AHSG, 5 TV PE T4 100 i A DGk o
w2 12.80 0.36 21.67 36 134.70
5 o B 5 Fr e e
W3 9.40 0.39 19.10 31 842.60 Table $ Thi 'EHIL\‘I.TPE‘IEI;%] Efil&&i%ﬁm . ,
W4 12.60 0.39 21.85 36 428.25 able e variance analysis of soluble solids and yield characters o
W5 11.90 0.47 21.47 35 804.55 muskmelon
W6 9.70 0.48 21.70 36 171.45 AT TR INK R AR
w7 11.30 0.40 19.60 32 686.35 Pk et Fruit Plot Converted
w8 11.00 0.48 17.98 20 971.65 Character Soluble solid weight yield yield ,
W9 10.70 0.32 7.77 12 949.80 content /% ke ke keg/hm
W10 13.30 0.48 3.14 13 573.50 e/ ME 6.40 0.31 7.77 12 949.80
Wil 6.40 0.50 11.51 19 186.20 Minimum
W12 13.00 0.53 18.37 30 631.95 FRfH 13.30 0.53 21.85 36 428.25
W13 7.40 0.68 14.28 23 808.60 Maximum
’ ’ ’ ’ SEHIE 10.74 0.44 17.01 28 357.50
Wi4 9.60 0.4 21.67 36 134.70 Mean value
W15 12.00 0.34 12.69 21 167.25 W2z 6.90 0.22 14.08 23 478.45
w16 8.70 0.46 15.75 26 266.50 Range
PRz 2.04 0.09 4.81 8 020.50
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Table 6 The correlation analysis of fruit characters
onn BA O me o ome ommke BE o oap omr omr  JEE x
Pk T RE S E Lewh mE ke g O it
Fruit . . Width . Soluble
Character . Flesh Fruit Fruit of seed Fruit shape  Seed Seed . Plot
weight . . of seed . ) solid .
thickness  length width chamber index length width yield
chamber content
BT Fruit weight 1 0.378"° 0486 0.648""  0.466"" 0.223 0.130°  0.243" 0.03  -0379""  -0.024
BIAJERE Flesh thickness 1 0.389" "  0.418"" 0.364" " -0.045 0.184" 0.058 0.244" -0.465"" -0.036
B Fruit length 1 -0.025 0.971"" -0426"" 0911°" 0.509"" 0.373" " -0.22 0.385""
SLSLGERE Fruit width 1 -0.087 0.755"" -0.375"" 0.103 -0.036 -0.203 -0.257"
ﬁ]%kﬁ Length 1 -0.484"" 0.898"" 0.503"" 0.403" " -0.281" 0472""
of seed chamber
o e Vs
FIEESERE Widih 1 -0.606" " -0.161 -0.300"  0.204 -0.107
of seed chamber
SRIZAEEL Fruit shape index 1 0.477"" 0.370" " -0.014 0.467" "
P BE Seed length 1 0.650" " 0.032 0.252"
T 9% Seed width 1 -0.109 0.071
T ETE ) 1 0.198

Soluble solid content

JNX 24 Plot yield
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Note: * indicated significant correlation at 0.05 level; * indicated extremely sighificant correlation at 0.01 level
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