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Isolation and Identification of Penicillium from the Rhizosphere Soil of the Endangered Plant Paeonia ludlowii in Tibet

LU Ya-zhou'?” , ZHANG Er-hao**, YIN Xiu*® et al (1. Research Institute of Plateau Ecology, Tibet Agriculture and Animal Hus-
bandry University, Nyingchi, Tibet 860000;2. Tibet Agriculture and Animal Husbandry College-Southwest University, Medicinal Plants Joint
Research and Development Center, Nyingchi, Tibet 860000;3. Food Science College, Tibet Agriculture and Animal Husbandry University,
Nyingchi, Tibet 860000)

Abstract
taxonomic status. [ Method ] The high salt Czapek’ s medium were used to isolate Penicillium strain from the rhizosphere soil of Paeonia lud-
lowii and identified by morphology and ITS sequencing. [ Result] ZP-01 formed membranous colony, the typical broom shaped penicillus was
found under the microscope, after ITS sequencing, the homology of the Penicillium ( MF942929. 1) was 99%. [ Conclusion] Salt-tolerant Pen-
icillium ZP-01 plays an important role in the study of soil microbial community structure in the rhizosphere of endangered plant Paeonia lud-

[ Objective ] To isolate Penicillium strain from the rhizosphere soil of Paeonia ludlowii in Mirui Township, Tibet, and identify its

lowii.
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Fig.1 Separation and microscopic observation of Penicillium
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