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Diagnosis and Treatment of a Co-Infection of Porcine Circovirus Type 2 and Porcine Coccidiosis
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Abstract

In June of 2019, an epidemic outbreak occurred in a self-supporting pig farm in Funan County of Anhui Province, and the main

clinical symptoms were piglet weight loss, dermatitis, diarrhea and respiratory symptoms. It was finally identified as the co-infection of porcine
circovirus type 2 and porcine coccidiosis through clinical symptoms observation, necropsy, combined with parasite detection, bacteriological
detection and viral antigen detection in laboratory. On the basis of accurate diagnosis, effective prevention and treatment measures were taken

timely, so the epidemic situation had been effectively controlled.
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Note : A. Weight loss,rough hair,dermatitis of sick pigs;B. Swelling and hard of the lungs;C. Pale kidney and scattered white necrosis;D. Small bleed-

ing points in the liver;E. Bleeding intestines; F. Intestinal mucosal bleeding and shedding
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Fig.1 Clinical symptoms and necropsy changes of sick pigs

?

AN 5
f

B2 BHE TR Sk HIIFE(100x)
Fig.2 Coccidial oocysts observed under the microscope (100

times)
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Fig.3 The antigen detection results of porcine circovirus type 2
6 it
BB 2 B TP TERL R MR R R T AR
A 14~25 nm, J& H AT 8 B2 R B e M TE 2 —, H T
R BRI M 50 A5 R E A 0 R B 74 2 LR
M TR PR 2R 2 LA T AR SE R B S e R 58, 51 &
GBERN, AN S IRTFAR S B Ak R AR A A AR



48 % 11 4

BRAF —HIHRTRE2 S HR RRRERRGILE 115

<«— 492 bp

3 : M. Marker DL2000; PC. FHA4:XJ B NC. B M x5 1.2 Jg kil
R
Note : M. Marker DL2000; PC. Positive control; NC. Negative control;
1,2 are detected samples
4 REERFSHERNER
Fig.4 The antigen detection results of porcine reproductive and

respiratory syndrome virus
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