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Research Progress on Plant TCP Transcription Factors

AN Xin-yan, LOU Pan-pan, HAO Juan (Hangzhou Normal University, Hangzhou, Zhejiang 310000 )

Abstract Characteristic of the TCPs is a kind of universal existence in the family of transcription factors in plants. Most TCP proteins have
conservative atypical helix-loop-helix structure domain, studies show that TCP transcription factors is similar to the bHLH eukaryotic transerip-
tion factors, the family genes in plants play an important role in the body, such as plant growth and development, and adversity stress hormone
responses. Therefore, TCP transcription factors are being paid more and more attention by more and more researchers. So far, researchers
have made significant progress in the biological function research of TCP transcription factors family members. The latest research progress on
TCP transcription factors was summarized, in order to provide reference for plant genetic improvement, synthesis of secondary metabolites and

biological function.
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