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Abstract

and its effect on the number of lambsand and birth weight of Jining grey goats were analyzed , which was beneficial to molecular marker-assisted

PCR-RFLP technique was used to detect the single nucleotide polymorphism of some sequences of PRLR gene in Jining grey goats,

selection and to cultivate Jining grey goats with high fertility. The results showed that the fragment amplified by this primer was polymorphic , and
the corresponding genotype were AA and AB.After X” test, the group conforms to the Hardy-Weinberg balance.The gene locus had no significant
effect on the number of lambs produced in the Jining grey goats( P>0.05) ,but the genotype AB had 0.16 kids more than genotype AA ;the gene
locus had no significant effect on the birth weight of Jining grey goats (P>0.05) ,but the AB genotype birth weight was 0.38 kg higher than AA
genotype.The results suggested that the mutation locus of PRLR gene in Jining grey goats in this experiment had no significant effect on the

number of lambs, birth weight and other traits in this group.

Key words

AR, Bl AT A TG KT R T4 5, A T% T 2R A
BT R H 253, 5230 0 i 7 & AR B R B T
G A AL, SR T LR R IR A I
TR T T AT, HETE 4 R4 L R %L
A0 DA S X, FOME R B R TR B AN R R
B AU A R G R P SR DL AR SUBURE I8 75 A T R
20 BT ILAERA 6 ORI B0 pH R IK 145 TG
PRI I O A 2RI, T B S ALY
T E LA B AR AR 7, B SR R @ A Y 1.8~
2.6 %%,
IR = B R — DR B2k, 2 2R N R
M, R0 A AR X P 8 0 ) 5 e o A R ) P o el R 7 26
Bl 4> FLE Y2 AR AR ST, R H & DNA 40 Fhric 4
AR KR, G680 AR AL TR AR S 1 23003
PRIAIBAERCIR N T H AT s — 28 5 535 )
FASC AR EE B P 5 R DA R 2 MR TSt 7 1) 3 PR 4 0 3]
PERE I BEATRTSE  JEBUS TR BEIR Y . B e BT £ 2
PR (PRLR) BRI 76 BA T s h 2R B VR E NS 222 3
1 PRLR LD A 52 3 o )2 A 11 BB 1 e 1) — ik ik

HELWME LAAARRL® LHERKZRF 4 AR B (SDAIT-
10-08); F T HFHHBAEEKRAB“FTHELEZEHES
LB AL R Yo

KE(1979—) , %, LA FTA, SR FTHIT, AL, ANFFH
MRS LA, « BAEEE, B, L, LA
SR ANES A FEEFTHR,

s EE  2020-04-15

EER-N

Jining grey goats; PRLR gene ; Polymorphism ; PCR-RFLP ; Economic traits ; Association

PIBEAT T REETE Y o fEFLE (PRL) J& hy Al -0, 752
FIFLIR R & FLIH A AL 2R R Bk r T
VIR B AR AERE AT IR , B0 B A A AR 3 4l L B AT o0 AR 1 A
A TR, BLHEAE T T M e P00 7 S 1 40, 5 M 52
FE R 5, S0 S AL S 08 2R 5 1A 45 T 240 i 4 48 2 14
165 BFFE R B LR R A W T R A 55— 2 i
T PRI S 43 WA 1 43 A 4 P 7 K, 5 4 3 T 4
PRLR A4S &, AT 51 % 4% Bl A= A A s i o 44 1,
PRLR S 2 FOR R HLE AR AR P H i, 3 S L 43 51
W R LR O SR R R, s L U R Oy SR
T AL 22 2 A Wl S e SR

[ Py A1 % 2 1 PRLR PR 55 4 BB T 1 Bk
HEAT T IR IESE , (5 32 2R F 1 J PCR-SSCP ( 3R 4 il
JS I - BB 22 SR ) B . B AR A AR ) R 5 B i
DNA 7E AR 3R D R 5 1 v Dk T vk 20 56 g 22 S e ikl
ARSI ) DNA K5 H B A 75 ) AR 1P R S A8 ) — T %
AT RFLP (BRI F B B 2 250 ) 9 S AR J50 3 2 {1
DNA 41 vt B A i %% A T 5878, i 2 78 i 7 348457 14
DNA FF51l 77 £ 5 2 SRR PO DTG B 57 25, TR P BR
AR DTG b 1 DNA 8 2377 A2 15 1 5 R [ 6 BR 1
B, TP 19 B 3o 35 e v Tk R 2 T B /N 4 5, I
TR LA . PCR-SSCP AR &SGR B 1 1 1
JEPRIZH DNA SR FIIE 24 64 B 0 P9 D R B U0 54 7400 , v
VA 2 A

kK PCR-RFLP J7i K603 77511 PRLR 3%



48 % 16 R EF

o7 b F PRIR AW 5 SWA LS £ £ 250K XS H 95

KR53 17 50 (W BRAZ R 2 M. 5 PCR-SSCP £ AR M I,
PCR-RFLP J5 ik fai i Pl | 5 (20 SCH AR 18 G )2
FEeE A, DABE T WL E 015 bR, AR A 5K R
A R AT PRLR JEIAMF 10 RISy 3/ BAPEIX (19
BRI 5 LSBT 45 R (P2 514 g ik i R Bek AE T 2
AbzAR R 52G—A Fi1 122G—A) , | NEBcutter 2.0 {4, R
P A KA PRLR AZ 1 12 77 51) A 2 BR ] i D1 42 53, 78 51
AL Mspl BRI DI RBEUIAL £ 1238085 ™ 26
oA E T E AR E A AT S PRLR IR Y 56
156, 0 gt vag Ll A 7 S AR FE R AR LR B RR L) MR R
ZH LR A S E L

1 ##57EE

L1 XG4

L1l AU &8I, M s IR A B A A BR A w5
BB, eppendorf A= B8 ) S HEBR TR A1 4 , TKA e
IR, iR T AR A PR 7] 5 Quick Drop 1%
3066 B i, MOLECuLAR DEVICES; PCR 1Y, BIORAD;
DYY-8C RIHL KA, AL 5t i s —AX a8 5 BER R R 5, Lot
FHIBUE A= IR IR A F

112 W3y, s 5 7 Lok B IR
7 WL J5RN 7 , 3 ao A ) R IR AR, ERESE 3 i
¥ 3 2553 LA BT T I 14 L ESE 3 IR R
MIBE T I 12 Ho izl s ol 2 26 H B AT P B R0l
B A FEA 2, T T LRI T E R
113 5l RO 14 TS 14 DNA Siliein &, 18
H AR T A TR BR/A 7] ;2xPhanta Max Master Mix, Ity
H Vazyme FH4% A PR 23 7] ; DNA Marker A (25 ~500) %2 44
¥l (4s Green Plus Nucleic Acid Stain) , Il [ BBI A=yl a
PR W] 5 BREIPE A DD Msp 1.10XNEBuffer, 14 | neb 23 7] ; Bt
JEAERY (ddH, 0 JC/K LB HLIKZE M (1XTAE) | EFEZE K
(10xLoading Buffer)

1.2 RWHE

1.2.1 FE A% DNA ORIV BE I o 0% 7 12 rh iy BR IR 21
DNA FEIBCFN E S5 BRI 2 B0 7 Se B SRR R ) o

122 51y, MRHESRIE S &R0 E PRLR JEP

HNIEF 10 K4y 3" B X A A% R P 0 BE 5 14, i)
FEMIR /N A 233 bp, B F S N BUiFEI 4 F. 5 -TGTCT-
GAAAAGTGTGATGAA-3' Fi#5[4 R:5 ~AGCAATGTTGT-
GGTAAGAATA-3',

1.2.3 PCR ¥4,

1.2.3.1 PCR B RifA % (20 pL), mix 10.0 pL,ddH,0
6.4 pL, " FlF3 1414 0.8 WL, Bz DNA 2.0 pL,

1.2.32 4 PCR 2R &4, 95 °C HiASPE30 5,95 °C AR P
30 s, i iE iR AR 48 °C 15 s 3130 MEH, 72 CHEM 5 min,
4 CLRAF

1.2.3.3 PCR /=W, 3% By fis A 56 Jie v ik 20 A, L TR
120 V, HL i 100 mA  Hik 20 s, BER IS RGNS

1.2.4  DNA (BRI Y DIBE N o

1.2.41 YR BAKZR (15 pl) . 10xNEBuffer 1.5 wL, B
PENBIEE Mspl 1.0 L, PCR 724 5.0 pL,ddH,0 7.5 pL.
1.2.4.2  BEYI WA . 3% Byt I B e Hi 1K 40 BT, HL TR
120 V, HLI7 100 mA, Bk 20 s, BEIE AS R G0 %, FIK LA
T, BREREAEY ) SSCP AR MAIZ A Br DNA 1 52
g RA T HFZRAE(G—A) o WA - SRR 2 5
B ULINZAMAR KR RAR 0 AA SERAL IR MR A
R 3 % R B, UL s IR SR AR 0 R AB SR
1.3 BG4 357 SPSS statistics 23 4T/ "3y
2253, LA RO R R B 5 51795 LU o 222 Pe M tRAR DG
S3HT 3 HTARTR) PRLR BEPR A 5356 72 95 1L 2 = S g R o
FEAK FEER A

2 ERE54H

21 FTHUFETFEDNAMRERAE KBL5HRER,
FESR I Aygy/ Ao THIEATRTE 1.8 ~2.0, A, /A, (HTE 2.0~2.5,
VEAIZ IR A BB B 777 LU 1Y DNA. FR v B R4l S A
FFARIZLR v LT R —20 19 PCR 4718156

22 FTEHWFEPRLR EF PCR 4R il 3% M5
JEBEEEIE , L PR PCR 7=, MR 1 RJLLE H, ZRAiF 5T
B T ELR B B S5 W00 AR, 97 B s8OR R, o] D B
HEAT N — 25 A B A P D) A

233 bp

E 1 PCR =4 3%3RAEHE SR P ik B
Fig.1 Electrophoresis of PCR products 3% agarose gel

2.3 PCR-RFLP #&ill  FCiil 3% m st HHERIE , o vkoAs: I i
DIy AR BL(E 2)  PCR P 3= B 2 854k fE X

26 MHERD P ILINE] AA (AB 2 Rl



96 ;

x

R A

2020 £

1.5 AA ;2.3.4.6.7.8 1y AB 7Y
Note:1,5 are AA type; 2,3,4,6,7,8 are AB type

B 2 PCR 7=4#)# RFLP 4#f
Fig.2 RFLP analysis of PCR products

24 BEFEBSIRSERME RN 26 Q5 TE L
14 FUO AA 12 F09 AB AU i3 1 AT A1, AA i AB A
FEMAR S50 0.538 5.,0.461 5, A Hl B (B[R A5 5351] Hy
0.769 2.0.230 8.,

#1 PRLR EE{ A ROERIFRMERFRE

Table 1 Genotype frequency and gene frequency of amplified fragment

of PRLR gene
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N Number Genotype Allele
Genotype Allele
H frequency frequency
AA 14 0.538 5 A 0.769 2
AB 12 0.461 5 B 0.230 8
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Table 2 Analysis of least square mean of different genotypes and the

number of lambsand
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AA 14 1.785 7+£0.170 7 0.528 0.474
AB 12 1.944 2+0.125 7
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Table 3 Analysis of least square mean of different genotypes and birth

weight of goat

ANEH H:
EHL ol B vgp P P
Genotype nawidu uth weight F value P value
number // H kg
AA 14 2.1750+£0.227 6 1.246 0.275
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Table 4 Analysis of least square mean of different genotypes and the length of goat’s uterine body and uterine horn
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AA 14 8.821+0.358 11.750+1.097 1.618 0.048 0.216 0.829
AB 12 8.083+0.468 11.392+1.223
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