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Exploration of Protein Purification Teaching Reform in Animal Medicine and Pharmaceutical Specialty

ZHANG Er-qin, PAN Jia-jia, CHEN Hong-ying et al ( College of Veterinary Medicine, Henan Agricultural University, National Animal
Immunology International Joint Research Center, Zhengzhou, Henan 450046)

Abstract The quality of biological products is related to human and animal health, and protein purification is the quality guarantee of biologi-
cal products. Therefore, students can master the basic strategies and methods of protein purification through classroom teaching, experimental
operations and assessment methods, the purpose of which is to enable students to apply what they have learned and cultivate a batch of applica-
tion-oriented talents for research and development units and enterprises.
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Table 1 Application of purified fillers in CIPP
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Note ; CIPP. Capture, intermediate purification, polishing; IEX. Ton exchange chromatography; HIC. Hydrophobic interaction chromatography ; RPC. Reverse
phase chromatography ; GF. Gel filtration ; AC. Affinity chromatography. " +" indicates the suitability of the filler in CIPP,+ More suitable ; ++ Suitable ;

+++ Most suitable
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Fig.1 Protein purification process
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Table 2 Contents of experimental assessment
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