ZHRMFRIEE, J. Anhui Agric. Sci. 2021,49(21) :105-109,115

REBEXERENEZFERMARPHIRIES T

1,2 o1 sy 1,25 1%
BEM T RADE EF T BAE T (L p ok el 5 s Hom B BT, 4l A k58 3 it 5 75 B 5 S 5
Wose I 10019352, L T B A B 1 e TR I-IL B 056001)

WE [ B8RS F LMk 45 B ATF4 CCNG1 KDM3B NPTX1 . PLCB3 %= RASD1 f& /)N B FE S MR 4h 2B 28 ( K is /M.
SR R T E PR IR ) e Ak £, A MG R RS S AR BB R G, [ F 3 ]A FecB BB AR F A AR A
o, A A at 5 ke & PCR A& ik 6 AR /DN REF T IRA IG5 WIRshAa K60 T AR Py kik 257, [ 4R ]JATF4
REFFRBINEAR T IR LT RGAMEES TINEH(P<0.01) ;CCNGI f2 ) BEFFHAIIP R MR T LR T RG, £EM
KAELLL P 0 F A B R F & T 54 (P<0.01) ;KDM3B fe /N RS F S5 R0 i F 69 5k 2 3k &, s ik /D iAe T fd P ey R A &
HRFEGTINEH(P<0.05) ;NPTX1 D BREFH AN PORATRHALRFE S TIEH(P<0.05) ; PLCB3 f2 ) B F 1640
PR Pey kIR T R E G TIPEM(P<0.05) ;RASD] 2 REF AN ERBRFH AR TRG, ERAMRE DR . FTFPHRES
2F&TIEH(P<0.05), [ % ]ATFA CCNG1 KDM3B NPTX1,PLCB3 #= RASD1 J B ¥T 5% s 4 35 64 &t A 4% e A2 1) — 2 oy B 424
R, At —F MR F RN RSN S FERE T HER, AR —F AR LR 6 AR a2 T 2k Ak,

E3-C RN 4 S cINCY SN0 30 SRS
hESES S826  CHEIERINES A

XER/E  0517-6611(2021)21-0105-05

doi : 10. 3969/j. issn. 0517-6611. 2021. 21. 026 FrRFLE (RIRARSS ) #71R5(OSID) :

Expression Analysis of Genes Related with Estrus in the Gonadal Axis of Small Tail Han Sheep
CHEN Yu-lin'?  HE Xiao-yun' , LIU Yu-fang'? et al
Agriculture and Rural Affairs, Institute of Animal Sciences, Chinese Academy of Agricultural Sciences, Beijing 100193 ; 2. College of Life

(1. Key Laboratory of Animal Genetics, Breeding and Reproduction of Ministry of

Science and Food Engineering, Hebei University of Engineering, Handan, Hebei 056001 )

Abstract [ Objective] To explore the expression differences of candidate genes(ATF4, CCNG1, KDM3B, NPTX1, PLCB3 and RASD1) re-
lated with the reproduction traits in the gonadal axis tissues (cerebrum, cerebellum, hypothalamus, pituitary, uterus, ovary, fallopian tube)
of Small Tail Han Sheep, so as to provide references for elucidating the molecular mechanism of sheep’s estrus regulation. [ Method ] Taking
FecB BB Small Tail Han Sheep as the research object, real-time fluorescence quantitative PCR was used to detect the expression differences of
the above 6 genes in 7 kinds of tissues related with gonadal axis of Small Tail Han Sheep in follicular phase and luteal phase, respectively.
[ Result] The expression of ATF4 in ovarian tissue of Small Tail Han Sheep in luteal phase was the highest and significantly higher than that in
follicular phase (P< 0.01). The expression of CCNG1 in the ovarian tissue of Small Tail Han Sheep was the highest in luteal phase of Small
Tail Han Sheep, and its expression in the brain tissue in the luteal phase was significantly higher than that in the follicular phase(P< 0.01).
The expression of KDM3B in cerebellum of Small Tail Han Sheep in luteal phase was the highest, its expression in the cerebellum and hypo-
thalamus in the luteal phase were both significantly higher than that in the follicular phase( P<0.05). The expression of NPTX1 in cerebellum
in luteal phase was the highest and significantly higher than that in follicular phase(P<0.05). The expression of PLCB3 in ovary of Small Tail
Han Sheep in luteal phase was significantly higher than that in follicular phase( P<0.05). The expression of RASD1 in the pituitary of Small
Tail Han Sheep was the highest in the follicular phase, and the expression in the brain, cerebellum and uterus in the luteal phase was signifi-
cantly higher than that in the follicular phase(P<0.05). [ Conclusion] ATF4, CCNG1, KDM3B, NPTX1, PLCB3 and RASD1 genes might
play a certain role in regulating the estrus conversion of sheep, which provided a new idea for further elucidating the molecular mechanism of
estrus conversion process in sheep, and laid the theoretical basis for further research on the functions of the 6 above genes.
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Table 1 The sequences,amplified product length and annealing temperature of primers

TR IRk
%‘iﬁjﬁ) Prir?nln?jq?fgn(‘? Product Annealing temperature
o seduenee length//bp (Tm) //°C
ATF4 F 53 5'-GTTTCTCAGACAACAGCACGGA-3',R 2} 5'-TTGGGTTCACTATCTCGGGG-3’ 219 60
CCNG1 F 3 5'= CTGTCTAAAATGAAGGTACAGCCC-3’,R 2}y 5'= CCTTTCATGTGGCACGTTCTC-3’ 270 60
KDM3B F & 5'-= CACCAGGTGCACAATCTATACA-3",R 2}y 5'- CTCATGGTTTGTGTGAGTGTTAG-3’ 129 60
NPTX1 F 3 5'-ACAGTGTGCATGTGGCTCAAGT - 3',R }y 5'- GCAGCTTAGCCACCTTGTCG - 3’ 151 60
PLCB3 F %3 5'- AGGACGATACAGCCAAGGTC - 3',R & 5'- ACTCGCTTCGGTTGAAATTG - 3’ 201 60
RASD1 F 53 5'- TCCATCCTTACCGGAGACGT -3’ R 2} 5'= CTTGTTGCCACAGATGACCAG-3’ 165 60
RPL19 F 3 5'-~ATCGCCAATGCCAACTC-3",R 2}y 5'= CCTTTCGCTTACCTATACC - 3’ 154 60
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cDNA FEfh . FHIX 2L cDNA FENREAR, Xt 36 PR RE 5 5
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VKFEATAGI , 25 50 e IR 28S Jfaly I 5 T 18S 4%l , Jkaiv o
REPEALGT R UIZ RNA ik oA, n] JH T /e 2Ll

2.2 ATF4 ,CCNG1 .KDM3B NPTX1,PLCB3.RASD1 & &
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Fig.1 Relative expression level of ATF4 gene in tissues of Small
Tail Han Sheep
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Fig.2 Relative expression level of CCNG1 gene in tissues of
Small Tail Han Sheep
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Fig.3 Relative expression level of KDM3B gene in tissues of
Small Tail Han Sheep
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Fig. 4 Relative expression level of NPTX1 gene in tissues of
Small Tail Han Sheep
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Fig. 6  Relative expression level of RASD1 gene in tissues of
Small Tail Han Sheep
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