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Abstract CO, concentrating mechanism ( CCM) is an effective way for carbon assimilation that enables microalgae to survive and proliferate
in the limiting CO, concentration.CCM can improve the CO, concentration near the Rubisco to enhance the photosynthetic efficiency and sup-
press the photorespiration.The key components of CCM include inorganic carbon ( Ci) uptake,Ci fixation by Rubisco and the interconversion of
different Ci catalyzed by CA.An array of the molecular regulatory elements can facilitate cells to sense the CO, concentration, regulate the ex-
pression of the CCM and to coordinate the photosynthetic carbon metabolism and other metabolic processes in response to limiting CO, condi-
tions.This review summarized the current understanding of the eukaryotic algal CCM ,based largely on chlamydomonas as a model organism, to

illustrate how chlamydomonas adapts to the limiting CO, and how its CCM was regulated.
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Table 1 Summary of key proteins and participating proteins in chlamydomonas CCM
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Fig.3 Schematic diagram of protein core in chlamydomonas preventing CO, leakage
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