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Identification of Strain with Cellulase Activity in Termite Combsare and Study on Enzymatic Activity
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Abstract
degrading cellulose from termite combsare was isolated by plate dilution method ,and then the optimal strain FN-4 was rescreened from the tar-
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[ Objective | To improve the degradation rate of biomass straw and make full use of microbial resources.[ Method ] The target strains

get strains, and ITS sequence analysis was conducted combining with the research of the enzymatic activity.[ Result ] The strain FN-4 was identi-
fied as Trametes. The enzymatic activity research experiment showed that the enzymatic activity of strain FUN-4 was relatively high when the
temperature was 60 “C ,the pH was 4, and the fermentation time was 6 days. When the temperature was 40 °C and the pH was 5,the enzyme ac-
tivity was relatively stable.[ Conclusion ] There are high activity cellulose degrading strains in termites fungus gardens,which can be an impor-

tant source of high activity lignocellulosic degrading enzymes.
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Table 1 Comparison of enzyme activity of cellulase producing strains
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W& Diameter of @%E.{I d CMC enzyme
Colony diameter D/d
Colony transparent Y activity
circle // cm om U/mL

FUN-1 14.36 9.82 1.46 0
FUN-2 31.59 17.95 1.76 0.786
FUN-3 15.25 9.65 1.58 0.261
FUN-4 35.25 18.07 1.95 0.857
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