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Abstract Genomic imprinting also known as genetic imprinting is a regulatory mechanism of gene expression which belongs to epigenetics,
including DNA methylation and histone methylation modification. This paper illustrated the basic characteristics( reversibility, clustered distri-
bution, temporal and spatial , tissue specificity and conservative property) of imprinted genes and its possible formative mechanism, in order to

study molecular genetic foundation in animals and plants.
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Fig.1 Expression patterns of imprinted genes in animals and plants
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Table 1 Features of imprinted gene clusters in the human and Arabidopsis genome
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