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Molecular Biological Identification of Potato Leafroll Virus from Field Samples in Ningxia Province
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Abstract PLRV CP gene was isolated from Ningxia by DAS-ELISA method. The nucleotide sequence of CP gene of PLRV isolated from
Ningxia was obtained by RT-PCR. The total length of PLRV CP gene was 624 bp. It was inferred that PLRV CP gene encoded 208 amino acid
residues with molecular weight of 23 234.2 and pl of 11. 85. Through homology analysis, it was the closest to the isolate ( KC456052) from
Inner Mongolia in 2013, with 99. 8% homology ; phylogenetic tree analysis showed that it had a certain geographical region, which was a single

branch origin.
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Fig.1 Results of total RNA electrophoresis in potato
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Fig.2 Amplification results of CP gene of potato PLRV virus
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Fig.3 CP gene sequence and deduced amino acids of potato PLRV virus
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Table 1 Homology of sequence of PLRV CP gene of Ningxia and CP nucleotide of domestic isolates
B Ay By [l B AEY By [P
Landing number Year Province Homology//% ||Landing number Year Province Homology //%
KC456053 2013 ba] o 99.7 EF063711 2006 | 99.5
DQ309064 2005 = 99.4 FJ859014 2009 G| 99.5
KC456054 2013 payra) 98.9 FJ859018 2009 Ml 98.9
FJ859023 2009 P 99.7 FJ853192 2009 FegH 99.0
FJ859015 2009 | 99.0 FJ853191 2009 | 99.5
FJ859021 2009 ~H 99.4 FJ853190 2009 Sl 99.5
FJ859020 2009 paya) 99.4 FJ853189 2009 M 99.0
FJ859019 2009 = 99.7 KC456052 2013 ey 99.8
FJ859017 2009 FeIH 99.4 FJ859027 2009 S 98.7
FJ853193 2009 i 99.2 FJ859024 2009 ISE-aiy 99.4
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Fig.4 Construction of PLRV CP evolutionary tree
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