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Abstract
morphological characteristics and pathogenicity of the pathogen, the isolated pathogen was preliminarily identified as Alternaria.Sequence anal-
ysis showed that the rDNA-ITS region of the pathogen was 542 bp. Blast comparison showed that ITS sequence of the pathogen had 100% ho-
mology with Alternaria. Meanwhile, the resistance of some potato varieties to early blight was identified by indoor inoculation. The results
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In order to identify the pathogen of potato early blight in Baotou area, routine tissue separation method was used,according to the

showed that only the disease index of “Zhongshu 3” was 23.44, which was a moderately resistant variety among the 12 potato varieties, and

the other varieties were early blight resistant varieties.
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Note: a. The back culture characteristics on the 7th day; b. The frontal culture characteristics on the 7th day
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Fig.1 Culture characteristics of potato early blight
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Fig.2 Morphologic characteristics of conidia of potato early
blight “mls1”
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Fig.3 Genomic DNA of potato early blight pathogen “mls1” (a) and PCR amplification products of Internal Transcribed Spacer (b)

Description

Alternaria alternata FC-7054 genes for ITS1, 58S rRNA, ITS2, 2

8S rRNA, partial and complete sequence

Max Total Query E Per. Acc

Scientific Name Acc
- Score Score Cover value Ident Len Accession
o - - - = <

Alternaria alternata 1002 1002  100% 00 100.00% 590

CD1 small subunit ribosomal RNA gene

1002 100% 00 100.00% 563 OKO:

PBR-Aa2 small subunit rib

1002 100% 00 100.00% 571 O

ate MBPER001B small subunit rib

1002 100% 00 100.00% 584 OKO

1002 100% 00 100.00% 571

1002 100% 00 100.00% 559 OKO
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in FKIl_L2 CM_DRAB1
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Alternaria alternata isolate S2 internal transcribed spacer 1, partial sequer

8S ribosomal RNA gene and inter... Alternaria alternata

1002 1002 100% 00 100.00% 545 MZ5

4 DHEBREHERFER ITS F5l Blast LhXf £ R

Fig.4 Results of Blast comparison of potato early blight pathogens Internal Transcribed Spacer
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Table 1 Inoculation identification of potato varieties resistance to early

blight at seedling stage

i S TRk wfREC
No. Varieties Morbidity // % Disease index Evaluation
1 g4 = 15 1.71 R
2 [ 3 5 42 6.39 R
3 =15 76 10.00 R
4 Rfa 47 5.18 R
5 Tk 14 11 1.22 R
6 e 7 5 34 4.26 R
7 JETHEAT 9 1.18 R
8 3 5 84 23.44 MR
9 0] 5 15 1.74 R
10 Tk 12 5 19 2.15 R
11 Tk g 5 35 5.08 R
12 HUEE 33 6.48 R
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Wb Seedling age
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Fig.7 Effects of different physiological seedling ages on the
standard double—headed percentage of muskmelon graf-

ted double—headed seedlings
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