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Monitoring and Molecular Identification of Spodoptera frugiperda in Xingyi

XU Yuan-liu, YANG Guo-liang, HUANG De-gang et al ( Xingyi Plant Protection and Plant Inspection Station, Xingyi, Guizhou 562400)
Abstract In this paper,the Spodoptera frugiperda was monitored and the gene of triose-phosphate isomerase ( Tpi) amplified by PCR was se-
quenced and analyzed. The results showed that all the 8 suspected samples in Xingyi were identified as Spodoptera frugiperda by molecular i-
dentification. By comparing the specific loci of the “rice” and “corn” Tpi gene sequences,all the subtypes of Spodoptera frugiperda in Xingyi
were “corn” type. The determination of the subtype of Spodoptera frugiperda in Xingyi was of great significance for the study of its occurrence
regularity , monitoring and prevention.
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Fig.1 The monitoring results of the Spodoptera frugiperda adult
of Xingyi in 2020
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Table 2 Comparison of the first occurrence of Spodoptera frugiperda
larvae of Xingyi in 2019 and 2020
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Fig.3 Comparative analysis of the gene sequence of the sample and the complete genome sequence of the sample in Xingyi
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Fig.4 Comparison of Tpi gene sequences with specific loci of maize type and rice type in Xingyi
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