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Abstract CRISPR / Cas9 is a gene editing technology with high editing efficiency ,simple operation and low cost. In recent years, this tech-
nology has been widely used in the study of gene knockout in animals, plants and microorganisms,which has laid a foundation for medical re-
search in the future. This paper summarized the research progress of CRISPR/Cas9 technology in gene knockout in animals, plants and microor-

ganisms , and forecasted its in-depth research.
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