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Establishing an Event-specific Real-time Polymerase Chain Reaction Detection Method for Genetically Modified Soybean Event
MON87751

LIU Er-long' ,ZHENG Guan-jin', WANG Yi-qian® et al
mal Plant and Food Inspection Center of Nanjing Customs, Nanjing, Jiangsu 210019)

Abstract [ Objective ] In order to improve the genetically modified detection method system in China,a real-time polymerase chain reaction
(PCR) detection method specific to the genetically modified soybean MON87751 was established. [ Method ] The specific primer pairs and
probe based on the sequence of the 3" adjacent region of MON87751 were designed and then the real-time PCR detection method was estab-
lished.The specificity , sensitivity and repeatability were analyzed.[ Result] The real-time PCR method was specific for detecting MON87751.The
limit of quantification (LOQ) was 40 copies MON87751 genomic DNA.Repeatability of the established event-specific real-time PCR method
was assessed and the relative standard deviation (RSD) was within the acceptable range.[ Conclusion ] The established event-specific quantita-

( 1.Huangpu Customs Technology Center, Guangzhou , Guangdong 510730;2. Ani-

tive real-time PCR method of MON87751 has good specificity , high sensitivity and good reproducibility ,and is suitable for the identification of

soybean MON87751.
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Table 1 Sequence of primer pair and probe
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Fig.1 Amplification diagram with annealing temperature of 58 °C
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Fig.3 Specificity test for MON87751
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Table 2 Repeatability of the event-specific method for MON87751

DNA A (45 150 Gt {f Ct value C P <D RSD
Amount of DNA ( Copy number ) 1 2 3 Mean of Ct value %

8 000 000 18.13 18.06 18.49 18.23 0.23 1.27
800 000 21.89 21.97 21.96 21.94 0.04 0.20
80 000 25.17 25.35 25.79 25.44 0.32 1.25
8 000 28.75 28.64 29.01 28.80 0.19 0.66
800 32.20 31.66 32.39 32.08 0.38 1.18
80 35.79 35.80 35.32 35.64 0.27 0.77
40 36.59 36.08 36.84 36.50 0.39 1.06
SE 3k 3-26.
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