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Abstract
and QTL analysis of capsaicin and dihydrocapsaicin content was carried out.The results showed that the variation range of capsaicin and di-

In this experiment, I, populations of pepper strains Al and B173 were selected to construct pepper molecular linkage map by SSR,

hydrocapsaicin content in F, individuals were beyond the range of parents.It provided a good genetic basis for molecular marker screening of
capsaicin and dihydrocapsaicin trait QTL.The 62 pairs of SSR markers were used for genetic analysis of population DNA.A total of 2 capsaicin
QTL loci and 3 dihydrocapsaicin QTL loci were detected.Five QTL locus related to capsaicin and dihydrocapsaicin content were detected on P2

chromosomes.The results will be of great significance for the genetic control of capsaicin content and molecular marker assisted selection.
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Table 1 Phenotypic analysis of capsaicin and dihydrocapsaicin content in F, isolated population and its parents mg/g
2EZK Parent F,
W5 REAAR IR FHE FRifERE
Component P, (B}A%) P,(ACA) Group Average Standard
variation value deviation
FHZ Capsaicin 2.159 1.893 1.50~2.49 1.758 4 0.230 5
A Dihydrocapsaicin 1.663 1.740 1.40~2.52 1.625 9 0.190 0

2.3 FRZHITEE  AHC A 300 X SSR SIMMPIREA AR 25T WA 62 X, ST TSI
B R AL LR BIT3 RILF, AT 2255106k, % 20.67% (11 3) o

TS NENSAAVENNNANENAEAN

TEAEEX S P i G WU 4 o A0AS AL REAS B173.F, o ALNZE A SSR 519U 4K Yk Dy Hpms, -3, Hpms, -5, Hpms, —41 Hpms, —43,
Hpms, —62 . Hpms, —69 , Hpms, — 117, Hpms, — 139, F. Hf 5 22 >3k i S Marker DL2000, B. M\ Z2 5] £5 SSR 5| 4 i & 4K ¥k Sy CAEMS009
CAMS066 ,CAMS452 CAMS368 ,CAEMS073 .EPMS310 ,CAMS117

Note : The amplification sequence of each pair of primers is male parent Al,female parent B173 and F,.A.The sequence of SSR primers from left to right

is Hpms, -3, Hpms, -5, Hpms, -41 ,Hpms, -43 ,Hpms, -62 , Hpms, -69 ,Hpms, -117 and Hpms, -139,of which the 22nd lane is marker DL2000.B.The
sequence of SSR primers from left to right is CAEMS009, CAMS066, CAMS452 , CAMS368 , CAEMS073, EPMS310,CAMS117
3 83f SSR3IMERAR AL BABI7T3 M F, gy h45R
Fig.3 Amplification results of 8 pairs of SSR primers in male parent Al,female parent B173 and F,
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Note: A.The 1st—3rd lanes from left to right are male parent Al,female parent B173 and hybrid F, respectively,and the 7th Lane is Marker DL.2000.The

remaining lanes on A ,including all B, are part of the single plant amplification in the F, population

4 5|4 Hpms,—43 ZE&35 F, BRIy 18E
Fig.4 Amplification of primer Hpms,-43 in some F, populations
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