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Morphological Character and DNA Barcoding Technique Rapid Identification of Ips sexdentatus
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Abstract Ips sexdentatus frequently intercepted in imported wood from domestic port was described based on its classification, distribution,
host plants, harm , morphological characteristics,etc.CO I sequence was blasted with released data in GenBank ,and phylogenetic tree based on
the Neighbor-Joining Algorithm(NJ) was constructed ,and finally DNA barcoding technique indentifying this pest was created, with the hope

that it will provide references on inspection and identification of port line.
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Fig.1 Tunnel shape damage caused by Ips sexdentatus
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Fig.2 Morphological characteristics of adults of Ips sexdentatus
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Fig.4 Phylogenetic tree constructed by the Neighbor-Joining Algorithm(NJ)
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