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Research Progress on the Effect of N-glycosylation on Production of Heterologous Proteins in Pichia pastoris

HAN Ming-hai, WANG Wei-xian, YU Zhi-hai ( Guizhou Institute of Technology , Guiyang , Guizhou 550000 )

Abstract  Pichia pastoris is one of the most popular eukaryotic hosts for producing heterologous proteins. However, increased secretion of cer-
tain proteins valued for their applications is essential in this field. Due to promoted techniques in molecule biology ,engineering N-glycosylation
sites of target proteins was easily manipulated and an effective way to increase their productions. This paper reviewed the structure of N-glycan
of glycoproteins in Pichia pastoris ,the effect of its participation in CNX cycle on protein folding,and engineering N-glycosylation sites of the tar-

get proteins for stimulating their productions.
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