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Study on Changes of Immune Factors in Silver carp Infected with Aeromonas hydrophila FAHS
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Abstract
omonas hydrophila FAHS5 into healthy Silver carp, the blood and liver of Silver carp were collected 12—108 h after infection, the blood iron con-

In order to study the change process of immune factors of Silver carp infected with Aeromonas hydrophila FAHS , after injecting Aer-

centration and blood ferritin concentration were measured by spectrophotometer, and the liver iron concentration was measured by ICP-AES.
The expressions of hepc20, il-1, jakl and stat]l were measured by real-time fluorescence quantitative PCR. After healthy Silver carp were infec-
ted with Aeromonas hydrophila FAHS for different times, the blood iron concentration of Silver carp decreased in varying degrees, and there was
significant difference compared with the control group at 24 and 36 hours. Compared with the control group, the blood ferritin concentration in-
creased in varying degrees, but there was no significant difference. Compared with the control group, liver iron concentration increased in var-
ying degrees, but there was no significant difference. The expression of hepc20 ferritin gene in liver increased significantly compared with the
control group at 12 and 24 hours. The expression of il-1 interleukin gene in liver increased significantly compared with the control group at 24
and 36 hours ;the expression of tyrosine kinase jakl gene in liver increased significantly compared with the control group at 12 and 24 hours ; the
expression of statl stress factor gene in liver increased significantly compared with the control group at 12 and 24 hours. Therefore, the Silver
carp body responds to the infection of Aeromonas hydrophila FAHS by regulating the expression of immune genes such as hepc20, il-1, jakl and

statl, reducing the free iron concentration and increasing the stored iron concentration.
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Table 1 QR-PCR primer sequences of iron related genes in Silver carp liver
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hepc20 GCTACAGCCCGATCCTTACG 59 263 TC528544. 3
AGTAGTGTAGTCGATGCGA

-1 ATAGCGTATGCTGATGCGCC 55 163 FQ763589.2
GCCAGTCTAGTCGTAGCAAG
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TCAGCTACTAGTGCTGATGT
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GGGTCGGGCATCTTTAGATC
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Fig.1 Changes of blood iron concentration in Silver carp at 12—
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Fig.3 Changes of liver iron concentration in Silver carp at 12—
108 h after infection with Aeromonas hydrophila FAH5
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Fig.4 Changes of liver hepc20 gene expression in Silver carp at
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