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Abstract
primers with clear bands and complement each other from 40 pairs of core primers. The 8 pairs of primers screened were phi053k2, bn-
1g2291k4, bnlg2305k4, umc1147y4, bnlg1520k1, umc1489y3, bnlgd90y4, umc1936k4. And we digitized the fingerprint of Nongkeda No.8
to calculate the probability of the same fingerprint, which was 7.63x107°. This explained that it was feasible to identify the authenticity of Non-

We used SSR molecular marker technology to construct fingerprints of maize hybrid Nongkeda No.8 and its parents by screening 8

gkeda No.8 by the fingerprint which was constructed by the 8 pairs of primers.
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Table 1 The information of the primers to construct the fingerprint of Nongkeda No.8
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Primer name i Primer sequence
position alleles bp

phi053k2 3.05 i : CCCTGCCTCTCAGATTCAGAGATTG 2 300~400
7 : TAGGCTGGCTGGAAGTTTGTTGC

bnlg2291k4 4.06 [ : GCACACCCGTAGTAGCTGAGACTTG 2 300~400
7 : CATAACCTTGCCTCCCAAACCC

bnlg2305k4 5.07 i : CCCCTCTTCCTCAGCACCTTG 3 200~300
Ii# : CGTCTTGTCTCCGTCCGTGTG

umel147y4 1.07 37 : AAGAACAGGACTACATGAGGTGCGATAC 2 100~200
Ti# : GTTTCCTATGGTACAGTTCTCCCTCGC

bnlg1520k1 2.09 i : CACTCTCCCTCTAAAATATCAGACAACACC 2 100~200
N : GCTTCTGCTGCTGTTTTGTTCTTG

umc1489y3 3.07 7 : GCTACCCGCAACCAAGAACTCTTC 2 200~300
N : GCCTACTCTTGCCGTTTTACTCCTGT

bnlg490y4 4.04 _F3i#: GGTGTTGGAGTCGCTGGGAAAG 2 300~400
N : TTCTCAGCCAGTGCCAGCTCTTATTA

umc1936k4 7.03 i : GCTTGAGGCGGTTGAGGTATGAG 2 100~200

T i# : TGCACAGAATAAACATAGGTAGGTCAGGTC
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Note :M. Mark; Father. Male parent F33; H.Hybrid Nongkeda No.8; Mother.Female parent F19
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Fig.1 Partial PCR amplification product electrophoresis of hybrid Nongkeda No.8 and its parents identified by SSR primers
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Table 2 The digital fingerprint of Nongkeda No.8 and its parents
P2 FR 22 =S
Variety name Number Probability
AL A F33Parent F33 01-01-011-01-10-10-10-01 7.63x10™°
AHR}K 8 5 Nongkeda No.8 11-11-111-11-11-11-11-11 7.63x10°°
#}7% F19 Maternal F19 10-1—100-10-01-01-01-10 7.63x10™°
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