ZHR M RIS, J. Anhui Agric.Sci. 2023,51(4) :16-20

SMBEARERAHFHPEREMEN PRI AARER

v, b ],2 > 1 1 2 ) 3 1 %
AT T AEE ORI TR RN, AR & LA R B Ao S5 R I AR A e

FRAR ™ b B AT R SER A, ALt 1000815 2. I AR AR R B i BhE 5 T4 B, LI AR 324 27101853, EAG IS BERF =BT 5B, ALt 100176)

HE PSR AN ERIET AR AR B PHERERAE RSB TRETPHINAET FRETHALATEN
WA, AR AR A B RBCRIER A SRR B LS EAREPH FHNBER A ERN T O TIIFRERE, &
BRAEE ML ZH AR DNA £HAHE R KERR A EEH AR A EEHER RIMAE R o s M 702 B AR W R B AR 8y
B i e Ao B KRR o

K P MR AR R E  DNA &AL bk A0 63k e 63 AR T LA
FESHES R2825  XERFRIRES A
XERE  0517-6611(2023)04-0016-05
doi ; 10.3969/].issn.0517-6611.2023.04.004

Research Progress of Analytical Technology in the Traceability and Authenticity Identification of Traditional Chinese Medicine
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Abstract The traceability and authenticity of traditional Chinese medicine play an important role in ensuring the quality and efficacy of tradi-
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tional Chinese medicine, protecting the rights and interests of traditional Chinese medicine consumers, and reducing medical accidents caused
by fake and inferior Chinese medicine. In recent years, with the development of science and technology, the advancement of national policies
and the increase of social attention, various analytical techniques have made significant progress in the research on the traceability of the origin
of traditional Chinese medicine and the identification of authenticity. This article briefly introduces the progress and research results of stable i-
sotope technology, DNA barcode technology, spectroscopy technology, gas chromatography technology, liquid chromatography technology,

metabolome technology and mineral element technology in the origin traceability and authenticity identification.
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