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Abstract

stand the changes of bacteria structure characteristics at different life stages of kelp. It was found that the dominant planktonic bacteria on a ge-

The planktonic bacterial community in seawater of a kelp culture area in Dongshan Bay, Fujian Province was investigated to under-

nus level were strains of Sulfitobacter before kelp was hooked and raised. Strains in Pseudomonas , Priestia and Pseudoalteromonas were domi-
nant at different life stages of Saccharina japonica. This study deepened the understanding of the interaction between marine bacteria and kelp,

and provided a theoretical basis for the scientific management of kelp growth process.
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Table 1 Composition and relative abundance of marine planktonic bacteria in Dongshan Bay kelp culture area at different time points based on ge-

nus level
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