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Screening and Identification of a Deodorant Bacterial Strain

WU Xiang"?,YU Yang"? XIE Li-yuan"? (1. Sichuan Institute of Edible Fungi , Chengdu, Sichuan 610066 ;2. National Observing and Ex-
perimental Station of Agricultural Microbiology in Xindu, Chengdu, Sichuan 610066 )

Abstract

zation effect were screened from chicken manure fermentation materials by plate coating method, and the degradation rates of ammonia and hy-

[ Objective ] To screen microbial strains with clear classification status and good deodorization effect.[ Method ] Strains with deodori-

drogen sulfide in chicken manure were tested.The taxonomic status of the target strain was determined by multiphase analysis of phenotypic
characteristics,, physiological and biochemical characteristics and genetic characteristics. [ Result] The strain 3—1 possessing deodorizing func-
tions was isolated , the amount of NH; and H,S removed were 63.08% and 62.80% .The identification results showed that bacteria 3—1 was Glu-
tamicobacter prototropiae, and the nucleic acid registration number in GenBank was OM816730. [ Conclusion ] The isolated strain 3—1 have

great potential for the harmless treatment of livestock manure.
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Table 1 Deodorization result of strains
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Fig.2 Colony morphology(a)and optical microscopic morphology (b) of strain 3—1 on beef extract peptone medium
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Fig.3 The reaction result of 3-1 in microplates
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Fig.4 The phylogenetic tree based on 16S rDNA sequences of strain 3-1 and other related strains,constructed by neighbor-joining method
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