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Research Progress on Low Energy Ion Beam Mutation Mechanism
CHEN Hao et al

Abstract Ion beam implantation technique has been applied to many research fields, such as organism improvement and radiobiological effect
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of the environment, since the mutagenic effects of ion beam had been discovered. Especially ion beam biotechnology has obtained outstanding
result in introducing plant breeding and creating new germplasm resources. But ion has low energy and theory range is very short, the low en-
ergy ion biological effect and mutation mechanism is not completely clear. The achievements of ion beam biology technology in the studies of

mechanism were summarized and research trend was forecasted.
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