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Research Progress of Henl, A Methyltransferase Acting On the 3’ Terminal Nucleotide of RNA
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Abstract Henl is a methyltransferase acting on 3’ terminal nucleotide of RNA. The research showed that Henl homologous are found in
plants, animals and some bacteria. Henl from different origin possess some divergence in protein architecture and biological functions. The

structure, function and recent research progress in Henl from different origin were summarized.
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