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Clone and Sequence Analysis of MyoD1 gene in Schizothorax dolichonema
CHAO Shan-shan et al
Abstract
designed according to the MyoD1 gene sequence of Cyprinus carpio, and the full-length cDNA sequence of MyoD1 in S. dolichonema was amplified

(College of Life Science and Technology , Southwest University for Nationalities ,Chengdu ,Sichuan 610041 )
[ Objective | The paper was to clone and analyze the sequence of MyoD1 gene in Schizothorax dolichonema. [ Method | Primers were

by RT — PCR method. The homology, physical and chemical properties of the encoded amino acid were analyzed and predicted. [ Result ] The
MyoD1 gene of S. dolichonema including a complete ORF was cloned ,and the sequence was 957 bp with typical alkaline bHLH structure of MRFs
family genes, encoding 274 amino acids. The homology of MyoD1 sequence in S. dolichonema was higher compared with Schizothorax prenanii,
Cyprinus carpio ,Danio rerio and Oncorhynchus mykiss , but it was lower in some mammals and poultry. [ Conclusion | The study provided basic da-
ta for the studies of muscle growth and molecular mechanism of meat quality characteristics’ formation ,also provided guidance for the utilization
and protection of cold water fish resources Qinghai — Tibetan plateau.

Key words Schizothorax dolichonema; MyoD1; Clone; Sequence analysis
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