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Research Progress of SSR Molecular Marker

LUO Bing et al ( College of Biology and Food Engineering, Changshu Institute of Technology, Changshu, Jiangsu 215500)

Abstract SSR molecular markers have been widely used in many genetic studies and become one of perfect molecular markers owing to their
distribution throughout the genome, mendelian inheritance, high polymorphism and abundance information. The aim of this paper is to review
the research developments of SSR molecular markers and its technology process and provide useful information in making appropriate choices a-

mong the large number of currently available options.
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