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Study on the Regularity of NPY-Y1, GPR54 Acceptor Gene Development Expression in Development Stage of Pig
ZHOU Chun-bao et al
Abstract
male Sujiang pigs were selected in different stages of birth, 60, 120, puberty and 180 days, total RNA extracted from tissue samples of hypothal-

(Jiangsu Provincial Animal Husbandry and Veterinary College, Taizhou, Jiangsu 225300)
[ Objective | To study development expression of NPY-Y1 and GPR54 acceptor gene in development stage of pig. [ Method | Three fe-

amus, pituitary and ovaries, development expression of NPY-Y1 and GPR54 gene were determined by quantitative RT-PCR. [ Result] The results
showed that the expression abundance of NPY-Y1l mRNA was gradually descending from birth to puberty, and after puberty the expression abun-
dance was ascending tendency in all three tissues, and the expression abundance at the stage of puberty was significant difference with the other
stage (P <0.05). But the expression abundance of GPR54 mRNA was gradually ascending from birth to puberty, and after puberty the expression
abundance was descending tendency in all three tissues, the expression abundance at the stage of puberty was also significant difference with the
other stage( P <0.05). [ Conclusion] The expression abundance of GPR54 mRNA was associativity with NPY-Y1 mRNA in development stage of
pig.
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